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WA FEG)

PELAE FE (-) (¢H2F1F BUL NI FETIFE B RhF 20y
PP B2 HAREZRT )

LHEE 2L BE

MOER AR ILERE TS
KA R E—BFE » BB CRREESE -

1. NEMEE AL SRR iR4ERE (reticular formation) N > HIEEHHETHASLELE (efferent fibers) EFEHS
TR RAE Y 2

A FHIEEH% (hypoglossal nucleus)
FRHEEMLEAZ (dorsal nucleus of vagus)
C.58% (nucleus ambiguus)

D.f17f% (solitary nucleus)
2. HIHHEE (glossopharyngeal nerve) EAZKEMHLE (vagus nerve) FEUUCSHBIIREL T EHK S VMR ER
{EIE ERSER AR — A 2

A.5¥% (nucleus ambiguus)
B.9017#% (solitary nucleus)
C. BBk EMLHZ (dorsal nucleus of vagus)

D. = Y s £ 5% (Spinal trigeminal nucleus)
3.EEEAE I (force of bite) HYHESMHIEARS » T B IERSEROVHE— &A% ?

A = LA BER% (spinal trigeminal nucleus)
B. = Y ig&H5EiS+% (pontine trigeminal nucleus)
C. =X #g%iEEhf% (trigeminal motor nucleus)

D. = YLk f&4% (mesencephalic trigeminal nucleus)
4 THIINIEZe e 1584% (deep cerebellar nuclei) P& ir i Gy MAl 2

A.TE#% (fastigial nucleus)
B.EkiR*% (globose nucleus )
C.#fkt% (emboliform nucleus)

D.&ik#% (dentate nucleus)



5.8 AR EEE T EMS (thalamus ) AYHSRI{EZE ?
A BERHAZ (ventral anterior nucleus) BARESMHIR% (ventral lateral nucleus)
B.AMHIEEREZ (lateral geniculate nucleus) EARHIEIRTZ (medial geniculate nucleus)

C.PE1&IMHIFZ (ventral posterior lateral nucleus) EAREZN{HIFZ (ventral posterior medial

nucleus )

D.AMAIEHIEZ (lateral dorsal nucleus) EAMAIEMEZ (lateral posterior nucleus)
6. ¥ NEAY PSR Al HEEL A IMe) = e AN FERE 2

A =X (trigeminal nerve)
B.BHEME M4 (facial nerve)
C.EIE 4K (glossopharyngeal nerve)

D.#kEMZ (vagus nerve)
7. FYIMEEUSAEAR S EETH1%F% (retrusion of tongue) ?

A. E4EHIL (superior longitudinal muscle)
B. N4l Cinferior longitudinal muscle)
C. =& HHAL (hyoglossus muscle)

D.ZEEHNL (genioglossus muscle)
8. NHIEFIRIME » /[ FHELSREINR (right coronary artery) HYEERFEST ?

Ay KEFAR (great cardiac vein)
B..0hFEFHR (middle cardiac vein)
C.LvNEFAR (small cardiac vein)

D..(M&FFR (posterior cardiac vein)
9. B¢ (femoral canal) ALAHEES (femoral sheath) AV ?

AEIE
B.{mMA
C.{m4oh

D. 1]
10. BER IR (nociception) AYTHASARLE - TyIRUM &G E ?

A, TN EEAHEAE] (medial division of posterior root) - #EAZEE » HIEE EErAHA a4

(small diameter fiber)

B. T EAKEHFEERIMI (lateral division of posterior root) - #EAFFE - HiEE Sl aHny a4

(small diameter fiber)



C. T EHLKHEERAM (medial division of posterior root) - HEAFEHE » HIEH FiofHAV A G4k

(large diameter fiber)

D. FEAKABEETIRAME] (lateral division of posterior root) - #EARES » HIiEHE BEstHAT RS R4
(large diameter fiber)

11 R AFEAU (adduct ) AR » SRR THIMEI 218 2
A f731H4% (optic nerve)
B. BARH4E (oculomotor nerve)
C./BEEM4E (trochlear nerve)

D.#MjEMZE (abducens nerve)
12, FIaf g o] % 2 2 B SR RO 4HRE. (cone photoreceptor cell) ?

A HR&ERS (choroid)
B.tho/ Y (central fovea)
C.f5# (optic disc)

D.BERZE (ciliary process)
13. FHIfaEa[{E%E% = (posterior triangle of the neck) PNEHZZE|?

A BHEENAR (facial artery) FHSEYMNEHAREEH
B. ZRRE 7 7 T Rk E 4% (vagus nerve)
C.SEHLE#EAY 5 (branches of cervical plexus)

D. S ESHLEIE (superior belly of omohyoid muscle)
14. FHaFEEE TR (parotid gland) AYMLEALIES A AHRE 2

A. FEEEIAR (maxillary artery)
B.#rEIHk (occipital artery)
C.H7%@hHk (posterior auricular artery)

D.EfEEIR (transverse facial artery)
15. NFIMa B0 AE - B A EISHEHKE =557 (N V3) Fi&aE ¢

A.F8HL (temporalis muscle)
B.%&HL (buccinator muscle)

C. %22 EHEHL (stylohyoid muscle)

)

D. —HEHILAYEHE (posterior belly of the digastric muscle)
16. THIH— S » R HIRAESREA 2



A B EHE L (N D)
FREREHL ~ F—5352 (N VD)
C. B FUHIME e ~ 55357 (ON V2)

FHEHSHK ~ F=7 (N V3)
17. Ty —fZE e iRy 0 (central tendon) ?

A. FEIPR Caorta)
B. &% (esophagus)
C. FREE#Ak (inferior vena cava)

D.#9%E (thoracic duct)
18. FIfa & A g HIRAE L 4ERERE (superior mediastinum) ?

A H@hRE ( thymus )
B.ifi#ikE: (pulmonary trunk)
C. B89k (superior vena cava)

D.f’%& (thoracic duct)
19 2 S ATEIIRIE (pulmonary valve) B > RFII B EiE ?

A ERIR9EE > 55 BRI SEATHY &
B. ZEHIHGEE > 55 BhiE SEATH &
C. A HIHgEE - 55 T RhIEISEATHE 5 i

D.7ERiEE - 55 T BhE SEHTHY B Jix
20. HRANYE (thoracic duct) {ERMIMEPIHIRGL - Ny & HiaE ?

AEEMAEFER (aorta) FiH
WEKHBEEZFL (esophageal hiatus) HIfERL#E A BRI

C.IE_L4tHEHE (superior mediastinum) N » WEALA/CEEE NEIPREEZERE (initial portion of left
subclavian artery) HYRGH

D {E&YEHEIE (posterior mediastinum) A > —f&AL(E 25K (hemiazygos vein) PEAZERK (azygos
vein) BEAYRITT
21 . 5/ NABEHZE (least splanchnic nerve) #EJE E A B2 B 488 (sympathetic trunk) ?

A.T1-4
B.T5-9

C.T10-11



D.T12
22 . N @K (testicular artery) #£H :

A PEFEHK (abdominal aorta)
B.E#Hk (renal artery)
C.HREHE FEhlk (inferior mesenteric artery)

D.BEAN#EHK (internal iliac artery)
23. THIEIIFZ AL > BARE R fRRE 2

A BREHAS (splenorenal ligament)
B.IE&EH)T (phrenicoesophageal ligament )
C.F+=FE80% (broad ligament of uterus)

D. U (suspensory ligament of the ovary)
24 BETNE AV EE S JERESHIRILIA > AR e $E R

A.BAFLAHL Cobturator internus) SEJERGIMHIEE » 3EEALCE /ML (lesser sciatic foramen) ° FHFAE{H{E

LT

B.ZURAL (piriformis) SEARGIEEE » AL E AKFL (greater sciatic foramen) @ FHIEFEE
C.EZALAL (levator ani) 2EI4HRNEZAR (pelvic diaphragm) BRI AE ZIE

D.E&HL (coccygeus ) SHIAHEYAMIEE » HEAT/NL > FIEHFEE
25.FAREE (vagina) - IR &R ?

A EZHMECHR (Bartholin's gland) AYEERI N AF2E (labium majus) FU/NEE (labium minus) 2
B.FamE A Eme (urinary bladder) KFRiE (urethra) Y&
C.kziE12EfE (posterior vaginal fornix) BIIEFEFIT EHG =M (rectouterine pouch)

D.faEm ikt ER S =80k (uterine arteries) ~ @@k (vaginal arteries) MFEESAEIHK
(internal pudendal arteries)

20 . BN B G BEEAE - ARG R 2
A.fEHEHEE (pudendal nerve) 2EFEM&E (perineal nerve) HY53Z
B.[&3&{%1H4K (posterior scrotal nerve) E=&[eM4E (perineal nerve) AYSTZ
C. TEMZE (inferior rectal nerve) St @faZEtEHl (deep transverse perineal muscle)

D.feEi#H4% (pudendal nerve) ooz ez e (posterior scrotal nerve) & S H T EGHAL

(inferior rectal nerve)

27 .FEHTHL (levator ani muscle) AYBES (tendinous arch) » HI FNFIMaEIVFERAIE ER AL 2

A EBEHL (coccygeus)



B.ZLARAIL (piriformis)
C.EAFLNAL (obturator internus)

D.EAFLAMIL (obturator externus)
28 . FEEFLE B EORBEYME (abduction) HAAJE (medial rotation) HYRESIERTS » SR alREE NAIA[F 218 ?

A FURAIL (piriformis)
B.B KHL (gluteus maximus )
C.B Tl (gluteus medius)

D.EAFLNAL (obturator internus)
29. NHIAB—ALARITE R Z2YME & f5 (abduct index finger) ?

A B5[ARAIL (lumbricals)
B.E &AL (dorsal interossei)
C.ZMIERGL (palmar interossei)

D.4MEHFEHL (abductor pollicis brevis)
30. NHAR— (el e FEFRTALEE (muscles of anterior arm) ?

A. R (ulnar nerve)
B. IEH#14% (median nerve)
C.HLE7t#4% (musculocutaneous nerve)

D.$55 g (supraclavicular nerve)
31 . fEfEHIZES (anatomical position) | » B (femur) HYSMHIEE (lateral condyle) fE(UE _F¥EHLE
(humerus) fa[jE ?

A./NgE (capitulum)
B.JBH (trochlea)
C. K456 (greater tubercle)

D./N&EET (lesser tubercle)
32. NEAEAN GRS 5 58— EAE AT HHIR 2

A ZEREE (amniotic cavity)
B. X4 i55E (secondary umbilical vesicle)
C.IRS R (extraembryonic mesoderm)

D.MENH L (intraembryonic mesoderm)
33. M B T UERR AHA (fetal period) BYTZRALMMBKARY (erythropoiesis) {iL'E ?



A.UNEEE (yolk sac)
B.FFiE (liver)
C.H%H#& (spleen)

D.4['5%#8 (red bone marrow)

34. THIRATNE (stomach) #EHYRL - A IEHE ?
A —FEGRIFER A - ZREMFTTEERNGTT - NELER KE (greater curvature)
B. 3 EIF g e 180 1 - (RS 24 Tl > MRS 22 THI

C.JREFMHIEERE (primordial dorsal mesogastrium) RS ie#Egy 220 - FERAERESE (omental

bursa)

D. BH AN IEFRLIE - RN 28 - HZ BMPIEASE (pyloric atresia) HYFER
35. FHMaE B HEITEE (paramesonephric duct) 7TAEZRAIREE ?

A B (oviduct)
B.5f#5% (ejaculatory duct)
C.E5%% (ductus deferens)

D.#k%E (ureter)

36 HEFLIETR FAE4IHL (dilator and sphincter pupillae) - EJFHE MR ?
A FHEEIMESE (neuroectoderm)
B.Z4E#%)Z (stratum germinativum)
C.ANHL/E (endoderm)

D.HfffE (mesoderm)
37. BUFAEMAESY R o BOF R SR IET Fefnl 2

A FREMEE Tt~V —
B AEEME E—~ T /5 —>F
C. Y]/ >~ REMEE

D. VA = o~ 1S AR E
38. T FIMeIE Ry B RSHLEL ORI (sarcolemma) FTfRCHIREE - B IR HACEDS) ?

A BI##48 (sarcoplasmic reticulum)
B.T/N& (T-tubule)
C.HLEERE (perimysium)

D.&4t (terminal cisternae)



39. kAN (osteocytes) » FHIRAL{ARE EAE ?
A E DUEDRANAEEE (isogenous groups ) ZEERFEHEMR (lacunae) A
B F 4l Z#EERES (gap junctions) {HIEEHE
C. AT A LRl B4R (osteoclasts)

D. B4R 2 AR ER A BEAHAE (granulocyte progenitor cell) #E{EIZRE
40 BN =SB4 (ependymal cell) AYEHE » TFI{alEIERE ?

A FEEREHFIME (external lamina) AYEEE F 7
B. A &R (astrocyte) 4B
C.WRHEHE (arachnoid) HAHY T SEAHAEET

D.fERkmAsfEEE (blood-brain barrier) BY—E(4>
41 FHIRAFSHRESS (1ymph node) AYECI » A TERE ?

A EHRHIRAHRE (dendritic cell) BUELGIREEAE (reticular fiber) - 4ERFMEAEIVAHARGERE
B. L&A ELEATRE (macrophage ) #—fEHiE 2IR4HAE (antigen-presenting cell) IThEEFE
C. RELMEEER (lymphocyte) &XHEWNE/NGFAK (high endothelial venule) #EAJMREZ4E

D. BAEHRE (venous sinus) [EIWCHE EfRIEE - EAHA HEERIAY N 4R
42 . FHfEEENEENL (endothelium)  MANEEAERIE (mesothelium) ?

A. 5 (stomach)
B. 7= (uterus)
C.HERE (urinary bladder)

D..0ofiE Cheart)
43 . &% (esophagus) THAF—EZ4ME (muscularis externa) {EHFEEFHL (smooth muscle) ?

A th=02—ER
B. E=4>—E
C.F=02—E

D. F=52 " F%
44 . THIRENEZE (hair follicle) SEREMYRCI » (A1 IFHE ?

A HME#E (external root sheath) &HKEFREE MEMFZEEEK (hair bulb) > HANMEEE S A 404

=

B.EAYE (hair matrix) EETEETATE (dermal papilla) @ HANESHEEGZMAE (nelanocytes ) 1
5%



C.HRERERE (glassy membrane ) BN EBMIELT R 4u (periodic acid-Schiff, PAS) fatERyE: s fEiE

D.EZE[ZE2¢ (follicular bulge) A EEELEZASIRAY T Hapdlifsis > v E A B A RATEIAHE
45 . NHIFH— AR g SER b SE[EEE (testosterone) ?

A SEFEFIAHRE (Sertoli cell)
B. AR AHAE (Leydig cell)
C.I54HAE (spermatid)
D. AR 4HAE (basal cell)
46. THIRHFA 7R (mammary gland) 4HARGEREAURLML - (o] 25 (EHfE 2
A EFLE (lactiferous duct) SEFTARUA B RWE T > fEA#FLE (lactiferous sinus)
B.# L% (lactiferous sinus) BV LR74EHEEEEHR LA (stratified columnar epithelium)
C.ANRERMEREAEHE (modified sebaceous gland)

D. AMRANEFHL 408 (myoepithelial cell)
47 AEIEE AR T » SRR NAEETEE TR i 2 M EEAM RN ET - B L RIS pE 4R
FEgg IR BB A NS R T ReasE ?
A SRS I T RS EEE S S TR g KA e - e = SR RS A B s s AR iR b
(hyperpolarization)
B. {2 = o TR S EhE = S TR e il i KA R 8 - e = SR RS A B s s AR i b

(depolarization)

C.iZ = o TR S H ke = S TR e i i NAURE EE L 88 E - TTPe = SRl RS A B a s s AR fe e i b
(hyperpolarization)

D. 2= o TR S E T = S TR e i i NI BRI B - TTTE = SR RS A B s R AR i b
(depolarization)

48 PR BRI IIEC 8k BIRHERR T 51 (AT E e R AE L 2

A REES

P

B. IR BHRAENREE — (N1)
C. IR EHRENR S — 5 (N2)

D.FFHRIEBHIRIEIREE =H (N3)
49 THIE RIS EECRAYRCL - ME R A EE

A SRS EERYEC IR —TE/MNEECTE (explicit memory)
B.H[¥M: (plasticity) FEHYEHERAH SRR EEN bk i
C.EHiMZS (long-term potentiation) & fHsRERECIEAY—FEF 5n



D. B % 24 PH RS 1S 2 IR T RE A R IE T M4 218 (anterograde amnesia)
50. NHIarfE B EE Y E s H S BRI R S A T R i BEIERE (narcolepsy) ?

A. ZIGEHER
B.IEE LRZE
C.fHZEHERL Y (neuropeptide Y)

D. &% (orexin)
51— T - MR EE AR E R (B - £9-65 mV) BF > HEE @A ] se 2 25
ZFHER 2

AN-FE-D-RFIHE 2 #8 (NMDA receptor)
B. v @ T %8 (GABA receptor)
C. H&lE78s (glycine receptor)

D.JEl T %5 (nicotinic receptor)
52 AEEE—XRAVEIEEAL (action potential) HARE » FHEI R ERH (relative refractory period) H¥E S

15
A TIBAR AT T AL (repolarization) B
B. AR ShEE T8 (voltage-gated Na' channel ) EZEIHATE(L (inactivated) jRES
C.EEMrFIHERIsHEE 74878 (voltage-gated K channel ) HR53/y4ERFER BUIRAS

D. 45T 5 [ AR EDF B AL HIR A A REIRIEGR R B 3% e AL ey B F R AL
S3 R ANEREREE 25 > WIS TR RESER - HISHEA TR M (EEigsziE 2

A VAN (dorsomedial nucleus of thalamus)
B.f1EHi#Z (anterior nucleus of thalamus)
C.fi/% kK& (Broca's area)

D.&E7lE (Wernicke's area)
S54. AU H R EEIE slow pain FYMHES @R EA 255 2

A REEEENS > FTLIES fast pain REAEHEE AR EL
B. A EHEY G #E B ¢lutamate % substance P
C. AR A AR A B BRI A-Deta 4R4E

D. A FHELARAE oy B BEIHY C 4
55. NI REAIL AU S50 T B (ARG - A& R AN E ?

AGHIL ~ SRR ~ B RERAILA US4 R 2 5 R



B B GREU AE AT TR HUSSEE T - EE K H R AT R
CU BRI R Y §58E T - B2k B AlRAD - Bl 2R H LS4

D FE AU AR RRHIS5EET- > #VE K E dHREST
56. NHIfEEA MEK (leukocytes) FEMIEHEERS ?

A BEFMEER (neutrophil)
B.IEMEMEK (eosinophil)
C. EE4HHE (macrophage )

D.#kEEER (1ymphocyte)
57. FHIARAREIAS B4 SA node AHAHAYERETE - A& & BiEE ?
A. 140 SA node 4B pacemaker potential HYRER (slope) - Middhm k=
B. 5/ SA node 4HAE pacemaker potential AYRIZE (slope) - ML=
C.1440 SA node 4Bt pacemaker potential HYRER (slope) - M/ OapkEE=
D.JE/) SA node 4ff pacemaker potential FYRFER (slope) - MSHICMEEEER
58 M 2SR HEAH AR ENROA AL L E R SRV B TERS A N[ E B AT RE (e AR B0 2
AERERIZE
B.FRARE b BRI 4
C. IR 2R

D.HEE L R 4E
59.94FHK (arterioles) AISZAHEEAAREATH SEAMERZE - MIRGIUT & iR A SHE ?

A RZEFENR ]2 <8 BHAS E TR AR AERE U E R FARZE (norepinephrine) 1B > (EEME /N LAY alpha
= FRRPEZES  (adrenergic receptor) )E(L » BEEFRENARIMAE W 4E

B. R E BT 7] 2 BIZC BUHES B g a4 R ZfElie (acetylcholine) fEA » (FHEME NN EAVE HR
PE7%% (muscarinic receptor) &b @ BEEHEIHRIME &7 7E

C.IRENARIM A S L T Z IR ~ JEE EIRZAY (noncholinergic, nonadrenergic) fHEETTARMSRERHI—&,
{EEWEA » @RI E & iR

D. & _ERR ZTE R EIARINE S /EHL A beta Bf ERRFEZES (adrenergic receptor) - fHEfU@EIARIMAE 4R
60. IEH ABGAEHFER T » TFUa BB IIEFARIEDR (venous return) Mo0HE (stroke volume) FVERVE

/N ?
A BEINFE S BEFRAVAS B A E M (sympathetic activity)
B.#Efnim&serE (blood volume )

C.HENIEEEHIZE (skeletal muscle pump) JEE)



D. IR EE) (expiration movement )
6.8 N EHTAFE (lung capacity) FHAfi4EE (total lung capacity) #E#HSE EThaEHTiER S = (functional
residual capacity) AYEFEH » HIFIREIH ST (airway resistance ) FEEElfa[s&(L ?

ATHE
B.AREE
C.TF#

D.JeTtE > & N

62. Tl E T B S s B (02

©) TR MG [EAEREN - BARTEZ AE?
A BtiZEHEEZ 28 (lung stretch receptors)

B. T fE 228 (central chemoreceptors)

C. FRmBEBMZ2S (osmoreceptors in hypothalamus)

D.SHENARES (carotid bodies)
63 AEIEH ATHREE T » IS EEH NS EEME (electrolytes) HYRUTES IS » ARG ] R E ?

A E@ET (C1) /NSRS DA EEh#dn (active transport) UL
B. @@+ (H) P/ NELAEE#Efy (active transport) 53
C.3MEET (Na') /NG SaE A e m5cH#E (exchange ) 143 u4h

D.#58ET (Ca™) FV/NISLLF BhiEHG (active transport) MU
64 AEIEH AT - BREREIHAE LR » YRt & i s ?

A BER (pancreatic juice) BhBER#AE (emulsification)

B. AL Z (lipase) FEINEE B iBhE £ H#HAEAGE (short-chain fatty acid) > PAFIBG4HAE
(enterocyte) UL

C.HBs{Ek (reesterified) HY/EFIBEF BEIERGAMAE (enterocyte) AYAE4E (endoplasmic reticulum)

D.FHB L (reesterified) BAVAEERK: (chylomicron) EHEHF AFFHEMIIRZ4E (hepatic portal system)
65 AEFERFEIAIE T 2,000 mL H /K% > M2 FERREAIMAE antidiuretic hormone (ADH) JEEHEIAZEI&/K
A2 FtE (baseline) A8 (E?

A TR D
B. Wy s
C.MmADZBEERRERE A0 > MIMmAE ADH JRIE RV

D. [MAESERL RS /) » MIAE ADH JEEER N
66. A —HiE > EPEHIE 23 (renin secretion) AR A (input ) ERSRENFHEE 2

A EBFOAGLE juxtaglomerul ar 4HREAYE A Bl AR



B. e ER (efferent) /NEIARIMAEEERY juxtaglomerul ar 4HAE
C.oHMR(EAEK (afferent) /NERARIMEEER juxtaglomerular 4HAE

D.fF = RE R BT —E43{EAY macula densa 4HAE
67 . BN FRIRZEI SRR AR i N E 2

A MR IS T E AT IR EN (pendrin) HYEBEE X A FIRIRZEANE (follicle cell) A

B. i -4 S EEBE (peroxidase) {ER& » BEAERIREREH (thyroglobulin) AURSHAREIERE (tyrosine
residue) - FERCEERLESHFRE (monoiodotyrosine ) EEEMLARHZES (diiodotyrosine )

C. W EEplgHEEL (diiodotyrosine) 45EEMEIUHIRBRZE (thyroxine)

D. FRIR Z bR 2A /i (1ysosome ) HYIIAE
68 . A REEZEHCHEEEER » TYIRCIU e EH i A EE ?

A TR B 2R G e HERIL A T & R F
B.JHHEZ (glucagon) S{eEfFhge s A 1F M
C.JZE % (cortisol) EfieiE g & ZAVEURME

D. B LR R E (e eGR4 4RI AR i/
69 FAIMEE MR > f A AE 2 N HIAL—&H &Ko AT e 52 AR Ry AR &l 2

ABSTHEATEE (anterior pituitary) > BE#IZ (somatostatin)
B. 5% (arcuate nucleus) ; MEWHEZR (angiotensinogen)
C.HS THR1EEE (posterior pituitary) s PiflIRZ (antidiuretic hormone, ADH)

D.#1%€ (median eminence) : (€& LARF/EZ (adrenocorticotropic hormone, ACTH)
70. AR £ IR ISR NSRRI E N S 2 ACREER » NYIrEsE S iEaR 2

A FFERE (cortisol) : B RS » gEE(CHlfas
B.HiFIRfFEESE (ADH) : S FEERSRTE - URBBEEETIE
C.HEESZ (insulin) - BEfE - MokEaEx

D.EE[ER (aldosterone) © B LARFE - & AIEEARE FHI%
71 AEHEREH 2 1% - ARIFIRERE (Ts ~ To ~ RTs) S0UFITHEEFTZ 2 5228 » ARG & R iEE ©

A B H HIERE AT TORERI B R A
B. &% RT RS A & 2 2% H Gl iR SR 2
CAESAER D EEk - MERFHER IRRET » AT T RE BTt AR

D ESCR R A GIEk - MR ZIRRET » AT TORE BT R BHE
72 RGBT BN - MBS E R EM =F A ?



A MEHZE (estrogen)
B. =52 (progesterone)
C.HIFIEZ (prostaglandin)

D.f#ZEZ (oxytocin)
T3 HREMEEZ (follicle-stimulating hormone, FSH) ZAEFI » THIEUI A & R Al ?

A TTRPEARICAHAE (Leydig cells) 3 bSElElE (testosterone) - ML EHIHINS T IR =S4 A E

(luteinizing hormone, LH)

B. o] RIERF AR AHAE (Sertoli cells) Z3uilfIZZ (inhibin) - MRt E NGRS T IREIUR B
(follicle-stimulating hormone, FSH)

C. AREAHANAE (theca cells) 71l —F% (17 8 -estradiol)  MELEHIHINE TARERGRAGAEREER

(luteinizing hormone, LH)

D. ] RIEAERIAHAE (granulosa cells) 41h=E[EEE (testosterone)  MIELENHINE NHREIUREMIEE
(follicle-stimulating hormone, FSH)
74 FIHBUETEL BEHE—M: (specificity) #EITEEELL BN FYIETERE?

A& JIET A (affinity chromatography)
B. BT A& (ion-exchange chromatography)
C.EEuEEETT (gel filtration chromatography)

D.E#ME (salting-out)
75. NAIE BN E LB _4Kk%5FE (secondary structure) ?

A.a-helix
B.tetramer
C.subunit

D.capping structure

76 AR XUE (Bohr effect) » AJHAVMALEH (hemoglobin) BIEMEEG JIE 8| T Y TERZ M8 4L

A. MRS
B.#5
CARB A AR

D LBEERE
77. NHa RN Z BT A (coenzyme A) &EfE T V(LERAHRL T ©

A.pantothenic acid



B. B8 -mercaptoethylamine
C.3'-phosphoadenosine diphosphate

D.vitamin A

78 . JRIZAAE 2 DNA ErAERFRITEOIRAS » (AT TE SRR - W15 Bh s 2R DNA 22 70 2
A. EitETE e b — RE4ESE (supercoiling-underwound )
B.IE R E(E — B 4E%E (supercoiling-overwound)
C. frotE e L — F2otiRAE (relaxed state)

D.43MEERE (linear extension)
79.%%/\#8 (nucleosome ) J&H DNA FI4HZEH Chistone) EEKHY > T FIMa[fHEAH&E A A B %/ Mg T HYAHE A %0

(histone core) ?
A HI1
B.H2A
C.H2B

D.H3
80 FERHGIFHAVIEELAS (replisome) &Hf&ET > NAIH—IHE A DhRE AL Rygiast ?

A.DNA fZlieli§ (helicase) ° 4RfEEHEIEFE 5[ AR DNA HEIEER
B.EEM4ESE T (single-stranded DNA-binding protein, SSB) : B E45EE S BHAL DNA
C.5[Fl§ (primase) : EFHEHRNA 5]+

D.DNA XS TEIT (polymerase M) : EEHTHE DNA FVHE B AL
81 . {F4HEEY DNA B5F% (transposition) #@FEH » E#ET- (transposon) T AZHES DNA BF > EAZ(rEL DNA 751
FYNfaEE(L ?

A S
B AEHSEE T4 ARIRI > T RAEEIE A (5 5]
CAEHEEE T4 ARIRII > TERAH RIE P (5 B 5

D. H AL BEF5 E He bR
82 ALJFEEY) cisplatin ¥f DNA BEEGHUIEES - EEIEDIAMERIE SIS FR ©

A EHFHEEMS] (direct repair)
B. iR VIR &8 (base excision repair)
C.ln e fC B HEIE (mismatch repair)

D ARV EE (nucleotide excision repair)



83 FEREHSF(EF S - RNA AT (RNA polymerase) BE{EAIKIEARTFE FHIfAE 2
A VY% ribonucleoside 5'-triphosphates
B.5[F (primer)
C. 85T

D.DNA 54
84. TFIARE ubiquitin & LB EITHVEEER B - (&R ?

A.#% ubiquitin BEFHVEHE —EZH; 26S proteasome 77fF
B. WHEEHHYE (9 E AT fERT » deubiquitinating enzymes €558 ubiqui t in BB G o] Us {5 FE
C.ubiquitin FEHEPFEMENEA F 2Bl (1ysine)

D.E3 ##& s (E3 ligase) B ubiquitin BFEMERER -
85. AL EIEN T » KIBIEE CEIFEEFE JacZ ~ lacY 1l lacA A ?

A FHE (lactose) MI&EEME (glucose) [EIRFFAE
B. RTFAEFALME (lactose) ()@ FE®EEME (glucose)
C. A{EfE&E & E (glucose) H8AFME (lactose)

D. A (lactose) A& &ME (glucose) B ARIFAE
86. THIfrfE EAZ AR EE AN 7 (elF) EFSHEL'E SRGEEHEMEEL (initiation stage) 2 mRNA 5' Ui
4ERE (5" cap structure) HYWEREALES 2

A.eIF4A
B.elF4B
C.elF4E

D.elF4G
1. ERAEEEERE (["F12-fluoro-2-deoxyglucose ) #EAJELNAETE » $REEIEI TR - A MTEEY) - DIELE
TErfEiEss (positron emission tomography) f@Hl 2 A ?

A BAREEEE ([“F]2-fluoro-2-hydroxyglucose )
B.6- Wl @ EE &% ([ *F16-phospho-2-fluoro-2-deoxyglucose)

C.6-TfsE &% ([“F16-phospho-2-fluoro-2-glucose)

D.1,6- EifsE A EE & ([“F]11,6-bisphospho-2-fluoro-2-deoxyglucose)
88. NHIERANEMEIER (glycolysis) KEEMEHTA (gluconeogenesis) HYMREIFHE Z AU - (o[ 2

A.acetyl-CoA &#EHHIIE] pyruvate kinase SEMARINHIFERELE R

B.acetyl-CoA &EHIATA pyruvate carboxylase SEMEARBE & & bERT 4



C.fructose-1,6-bisphosphate EEEFHIE] pyruvate kinase JEMEARHIGHFERE(E

D.fructose-2,6-bisphosphate €FEFHE58 phosphofructokinase J&4E sk kEME(E H
89 . 4HAEAE EAYFETE (lipid raft) BEVNFE RS NAETES T2

A 840EHS (glycosphingolipids)
B. A& EIRE
C. =& H 5
D.EHE
90. BRI RE'E & R AHRAES - A& (L 2 S BB condensation fERH ?
A.acetyl-CoA acetyl transferase
B.HMG-CoA synthase
C. B -ketoacyl-ACP synthase

D. B -ketoacyl-ACP reductase
91. F%14FRH ionophores AR » A #dlan ?

A BT DL B 1Y ZE R AR
B.w] FBs—fdifii/EZ (antibiotics)
C. &S B LEREE (electrochemical gradients)

D.#E =4 F BhiEER (active transport) IHAE
92 AERFAREIICHETETE - Ty M LR B EY B (pyruvate) ?

A 4RI R RS (serine hydroxymethyltransferase)
B. Hi#ls 242 (glycine cleavage enzyme)
C.ex0aleMi 7KlE§ (serine dehydratase)

D. KP9AFEfsERAES (aspartate aminotransferase)
93 . f£ ABSAHRE T > Ty el R E L 2 B A KBS TE (proline) HYRTEESY) ?

A ZERNHERE (phenylalanine)
B.&af#Es (tryptophan)
C.%5: % (glutamate)

D.figf#% (tyrosine)
04 . SHRET AN AL SR AS PR SRR s i P s B - (R AR T © (B — 38 R 2 SEW R HC D RS Ry PR e T i
B g 5o 2HE complex MHYDIAE o E4RMIIIAMLEEY)— B fRA1R - TYIA—4Ar Pk s YY) - W& 122
B DU AT ?



A.coenzyme Q > NADH
B.coenzyme Q> cytochrome c
C.cytochrome b cytochrome c

D.cytochrome a > cytochrome b

95 4HIEFRATFIERE (prostaglandins) ¥ » 4A4RCAHEE LA FFUREE /7= 0HRHLTEAIARE (arachidonic
acid) {FARTIBE AR ?

A FHANRE R AR = R U E FH AT s I AT E2E DN R
B. i AR AR e L G AT e R T ML
C. HhAHRLA S AR RERL - P R AV FC AR T Rl Ak he it

D. EHAMFERE: E AR RS A B 21 E AR AU E AR VU RRIE AR PR L
96. T HRIMIEFRFEFEE DR EREE > BN B -B LHRZEZHE (receptor) ZEBUEMLE (desensitization) HY
gl > e[ pEER 2

AVE EIRZRGESEIZRSEHE Gs a 8L Gs B v 1I536H > Gs B8 v 351 B -adrenergic receptor kinase ( SARK)
R B - B PR e AL (amino) URAVARIERS (serine) WERE(L

B. B-arrestin G&EEHY L - B LR ZE 288 DR (b2 431E (serine) » SIEE4HAENT (endocytosis) {E
FH

C.E5GT B - LRRZ ZHEN B -arrestin (EW NG AMINMIEN (vesicles) & G814 -B LIREZHE
AN

D. B - B EHRZR TR EHEREIE (serine) FYHENEEE (vesicles) TiRuiRZ{L (dephosphorylated) 1% -
P A [ AR - AERR A URE
07 AEMIHEAEI I TERE T - Ao THERIE R (B e 1 JT#EA S HA 2

A, _BAESRAF p53 JEAL o HEMRDE p21 BYEEEE (transcription)
B.p21 #£ CDK2/cyclin E {54 Bapn Bk
C.oE(EAY CDK2 / cyclin BB & HERBEE/E pRb » {882 81 B2F 47

D. #f BHY E2F BHERIA T (e 55281 DNA Gl 2 FH RSN 5k
08 AR EU R A I 2 P HIEEN R BESt (probe) » M@ EFIF DNA %4788 (DNA polymerase)
SREb R B o TR TERF R AT S IfaIFE “P-dATP MHIAHE TRRD 2

A. a -"P-dATP
B. B -"P-dATP
C. v -"P-dATP

D.ATP



99. NHIHB—1{E & B ity T LA A=A 2 R Z e BRI E 2
A PEEIESH R EELAIME (restriction fragment length polymorphism, RFLP)
B. AR (rEE3E (fluorescent in situ hybridization, FISH)
C.Z##5% PCR (reverse transcription-PCR, RT-PCR)

D.DNA f#f#%1 (DNA microarrays)
100 G EGEHSHE (polymerase chain reaction, PCR) o » AFEAIIA FHI{FER ST ?

ARZE ZWEE (NTP) RUFEHR T =Wl (ATP) ~ SE=Wii& (CGTP) -~ BEH =BERZ (CTP) LUK MR —Hilk
(TTP)

B.DNA 154z (DNA template)
C.E2EM: DNA 22476 (thermostable DNA polymerase)

D. W{EHEAZEIES | (oligonucleotide primers)



