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AFEE (frontal sinus)
B.%# (sphenoid sinus)
C.H5igr (maxillary sinus)
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C. u&ﬁﬁﬁp’ ‘|- 51 ( posterior ethmoid cells )
D.fﬁﬁ?’ﬁ"]‘ k5 (superior ethmoid cells )
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A2 (zygomatic process )
B.#¢iZ¢ (frontal process)
C.JEZ (palatine process )
D.#*2k ( pterygoid process )
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AV ERE fﬁj (submandibular fossa )

B.2 f %—Fﬁﬁ 7L (mylohyoid line )
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ASZABELFi L1 (anterior fontanel )
B 25 L[4 (incisive canal )
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A EVPT (inferior nasal concha )
B.1%fi (lacrimal bone )
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A.ff# 57 (incisive papilla)
B.I%5# (palatine raphe)
C. ﬁﬂr%ﬂ% (transverse palatine fold )
Dl [-# (molar region of hard palate )
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A.E Y (stylopharyngeus muscle )
B. P (superior constrictor of pharynx)
C.JBH7 ( palatopharyngeus muscle )
D.[l1fHE (middle constrictor of pharynx )
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B ERASL R LT 3 15 (submandibular lymph nodes )
CAZ7- ELSEL ' fEhLAF it 15 (submental lymph nodes )
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A.GE@E‘JE'IE*J?@ (transverse facial artery ) - 16#@{1 9% (lingual artery )

B.6EWE T (superficial temporal artery) - 1653 IEY1% (facial artery )
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A F’IW{; (lingual nerve)
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C iz H{#5E (superior laryngeal nerve )
D.JiE ™ #i5% (inferior laryngeal nerve )
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A T (mulberry molar)
B.&7 R (peg teeth)
C. %% #i (supernumerary teeth )
D.7 Hiiiegef. (enamel hypoplasia )
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rﬁ’z‘ﬁ A iy gj (Reichert's cartilage ) 7+ 1% ,g@?ﬁ SR o AT [p[ﬂﬁ V57447 ) (pharyngeal
arch) ?
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46 JFi gj (cranial vault bones ) (117 3| {7, 0718 2
A2 A= (secondary cartilage ossification )
B.Jf] (™ (intramembranous ossification )
C.ﬁﬁ"ﬁ?ﬂj’rg}‘ {* (endochondral ossification )
D" (intramembranous ossification ) i *|£#{~ (endochondral ossification )
477 <A %J’&\sg?%ﬁjﬁﬁ‘“ | (primary temporomandibular joint) ?
A i (coronoid cartilage )
B4 71 (stapedial cartilage )
C AT % (Meckel's cartilage )
D. %fﬂng} ( malleoincudal cartilage )
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C.IREfj|#=#5 (vestibular lamina )
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B.Amelogenin
C.Amelotin
D.Tuftelin
51.17 RIET5) iy (enamelysin) Tgpht ™ 317 s 1RV RS £ 2
ABLEETR S 1#E (matrix serine proteases )
B.ALATE B 1 (matrix metalloproteinases )
C.HLE iR PR 5= 1H (matrix threonine proteases )
D.FLET] ¢ Pk 5 15§ (matrix aspartate proteases )
52.True pulp stonerﬁj[és,lﬂ[iﬁ%ﬁjﬁ[lqw@l,ﬁ:?
A_iﬁ?ﬁlé’:E'ﬁEJ (ameloblast)
Blﬁﬁ fFj”’?ﬁﬁE'ﬁE ( cementoblast )
1?[/7’ 45w (odontoblast )
D.i5 IH F] @ (osteoblast)
53.%] TJfﬁ% 7= i (alveolar bone proper) FIJQS“J‘ > NN HERL?
AW F“J @ F [4Ea (perforating fibers ) LR GE5E (Sharpey's fibers )
B¢@ﬁrj‘?&§3§’ﬁl?§ﬁ§ﬁq (collagen bundles ) ﬂhjﬁ ) E‘E@ﬁq}-{{f'g}’ (bundle bone)
C. 7 XA JY i HAE LAY (lamina lucida)
D. &7 FEE #lﬁ'ﬂi i Y 1 rﬂﬁ@p;[?f@
54. 1erTp]‘/‘“El§uJ[ﬁ:/7 PHETEE R R A 3%;}"{9
AEIh S RyHAOA Y > HASHR] (phenotype) Tl
B %7 ﬁj”?’iﬁjﬁﬂ fﬁ& M5 B AL
CAaltr ﬁj’@’ﬂmﬁ'ﬁ 77 R AL R
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55.7 I ‘?}inf[ﬁwJ/“[[ﬁw@’TfIwrﬁEﬁ (granules) f' AT (histamine ) bﬁiﬂgi
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57. I FERp e 9 s AR e (dendritic cell) 2

A% ju &AM (Merkel cell)
B. Fé?fr*‘#“ i@ (Langerhans cell )
C. ﬁlE‘EnE"iw (basal cell)
Df'fﬁ"\['[]é’d (plasma cell )
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FIELRI ﬁﬁﬁ 1 (turnover time)

59. 7" F[[H— IR RS o B lfﬁ J3 M SfE T (mylohyoid muscle ) A4 2

A.Z MR (parotid gland )
B.%f ™ 4fL (submandibular gland )
C_F'ﬁ it (sublingual gland )
D. 4L (buccal gland )
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B E’TZEMEE? (phosphate )
D.;'l BPLES (bicarbonate )
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(fibroblast growth factor family ) 4 [ﬁjb‘jigﬁ';’l BIF e 2
ABER % 2K -B (transforming growth factor-B)
B.JHLEL 3 % =5 (insulin-like growth factor )
C.?E;"E’ﬁ%’]‘{“% -a (tumor necrosis factor-a )

D.i"?ﬂ‘] W4 < W=7 (vascular endothelial growth factor )
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A.Notochord
B.Gubernacular cord
C.Umbilical cord
D.Gnarled cord
3. T B AN L A AL 2
A % 6~9 ik
B.lli% i 10~12 ffi*]
C.1.5~3.5 7%
D.4~5.5 %

4¢f’§’%&ﬂ§ﬁrﬁ“ ] (temporomandibular joint) fvRFEHIAT » RL™ (I[P #H[0554E 2

NEE (hypoglossal nerve )
7% (mandibular nerve )

¥ (maxillary nerve )
D& 7% (temporal nerve)

65. 7 * Sl s Fﬂﬁjﬂ‘ﬂ*ﬁiﬁﬁ (condyle) [ &Pzl Elﬁ”ﬁﬁ :

AF %ﬁﬁjﬁ ( stylomandibular ligament )
B %—%Ti?ﬂﬁ (sphenomandibular ligament )

C%ﬁfﬁﬁﬂﬁ (temporomandibular ligament) i< ?ﬂb’?

D. T‘sgg*'%ﬁ?ﬂ”“' (temporomandibular ligament) [iu7] {‘?f?[ 73
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AFES R Fjrii’”w“ (foramen magnum ) ] 155454
B.fl 1 P 4 ﬁr’jr#*‘w“ (foramen magnum ) [ i7e4iE 54
C.H N i 2 FTM\J“ (foramen magnum ) 175474
D.pH It &P % ;’715"4\4“ (foramen magnum ) [l 15456
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FA"E (total amount of protein ) %pApﬁiﬁF’,']@ ( specific activity ) & Jif' g 9
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BT @Frﬁ EIAIATES wf, i %
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68.7 | Sl ™ - #EB, (glucose ) FEpfifE(=H] (glycolysis) Hfivasid P28

A.ethanol
B.lactate
Cc.CO,
D.ribose 5-phosphate
69. " flIR 1 ﬁﬁi}gh’ﬁdﬁlpﬁ (linoleate ) » LWL (A 2
A.A9 desaturase
B.A'" desaturase
C.A'2 desaturase
D.A"5 desaturase
70. ™ I e (= BT %Tﬁ?\ﬁ'ﬁ%ﬁ ?
A.Sandhoff's disease
B.Fabry's disease
C.maple syrup urine disease
D.Gaucher's disease
71 e =LA *ﬁﬁﬁl_ (RS
AR
B.qf{%
C fie
D.igf BT
72, X PP B ISR T IR P R = ot A
A.brown adipose tissue
B.white adipose tissue
C.blood sugar
D.glycogen
73. 7 FIHI - FEPIET LB TR P 2
A ﬁfﬁﬂﬁﬁ'\i ( prostaglandin )
B_@[ﬂ%'ﬁﬁ[ (aldosterone )
C.H = (glucocorticoid )
D.J&% (cholic acid )
74.?JF%I%CTPE3§’?9§;?"FE » M ?ﬁﬁﬁ =2
A g=‘{%’;ICTP synthetase ==
B. UTPt YAy
c.t A Yt PopliglutaminefHNH,
D.%T‘ytetrahydrofolateﬁl BamE
75. 7 FlEHT F’ﬁpurine ring ?
A.uracil
B.adenine
C.uric acid
D.guanine
76 FL Bt g A (=R ] (transamination ) I/éqf*ﬁét (coenzyme ) %[}
AAEL FC
B.AE% %Bg
CAt® HA
DAEY B,
77.7¢E. colifiureplication fork - = i 1 leading strand DNAFﬁ,Ei}FmiL_ :
A.DNA polymerase |
B.DNA polymerase I
C.DNA polymerase I
D.DNA polymerase IV
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A.centromere



B.centrosome
C.telomere
D.endosome
79,?Jréﬁgenetic code V# » [P H LG ?
A.genetic code =" Fjuniversatf % - FEputy 2 PUEERY 2 P W RREARE - RAE - BTl
P
B_wobbleﬂ%&%&ﬁ]’é@% ¥*codonfiu5 ~ fl%.%anticodonﬁfﬁ - if[%}
CpUS ™ ditgap arime i p BT 57— WP BLA S Met
D.genetic code ' T |triplet’ nonoverlapping;‘/’ﬁ 14
80. ™l HEFUY ¢ Py (TG (translation ) V& (initiation ) HERE i) 2
A.oriC
B.promoter
C.Shine-Dalgarno (SD) =%

D.enhancer



